. Prevalence of Campylobacter jejuni in Danish finishing pigs according to herd type. Five cecal samples were collected at the slaughterhouse from each of 247 herds, and analysed for C. jejuni.
In 5 of 21 C. jejuni-positive herds, multiple samples yielded C. jejuni. Verification of 5 additional isolates from 24 C. jejuni-positive samples yielded only C. jejuni in 50% of cases, while an additional 25% showed mixed infection with both Campylobacter species. For the remaining 25%, all extra colonies were typed as C. coli (Table 2 ).
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ORAL PRESENTATIONS ORAL PRESENTATIONS Based on the observed overall C. jejuni prevalence of 2.3% and the assumption that C. jejuni was distributed randomly in the study population, the probability of detecting more than 1 C. jejuni positive cecal sample per herd in the present study could be calculated using a binomial distribution (Bin (5, 0.023)). The expected and observed distributions of C. jejuni positive herds in the study population (N=247) are shown in Table 3 . The number of herds with more than 1 C. jejuni positive sample is significantly greater (p=0.01) than could be expected. Table 3 . Probability for detection of C. jejuni positive caecal samples in 5 finisher pigs per herd in the present study, based on a binomial distribution Bin (5, 0.023).
Discussion and conclusion:
Our study shows that 100% of swine herds examined were Campylobacterpositive. Mixed production type herds did not have significantly higher C. jejuni prevalences compared to herds with only pig production. However, the relatively low occurrence of C. jejuni in herds with pigs and poultry may indicate that more effective transmission barriers are in place in these herds, in contrast to the more open structure of herds also producing cattle. This should be investigated further at herd level, including C. jejuni prevalences in cattle and poultry in mixed production herds.
Our results suggest that the overall C. jejuni prevalence in Danish finishers is low. However, the prevalence, and hence the probability of detection, of C. jejuni is higher in certain herds in the present study, suggesting that herds with high levels of C. jejuni in pigs do exist. Our results furthermore indicate that individual pigs may excrete C. jejuni levels that are higher than C. coli levels. Further studies must clarify herd risk factors for C. jejuni in pigs, as well as possible differences in survival of C. jejuni and C. coli on carcasses.
